. The first 5 encounters of 8-oxoG are indicated. The distribution of the 32 P signal was analysed for each lane using Image J software. B) Abasic site (AP) DNA substrate used in section C. DNA substrate with 68 nts primer (5' 32 P (*) radiolabeled) annealed to a 70-mer AP minicircle template. This generated a DNA substrate that has a 40 nts 5' overhang and a 28 nts dsDNA region with an AP site at the +5 position (from the primer 3'end). C) The exonuclease activity of Pol γA ensures the mtDNA replisome cannot synthesize past an abasic site. DNA replication was done on the minicircle template shown in B. Six percent dPAGE gel of replication time course (0, 10, 30, 60, 90 min) shows that the proofreading deficient mtDNA replisome is capable of limited bypass of abasic sites. The first 5 encounters of the abasic site are indicated (AP1-AP5) and marked with the length of the DNA product. Figure 3C lane 2 (non-damaged template; red) and lane 9 (8-oxo-G template; black). B) Figure 3D lane 3 (nondamaged template; red) and lane 10 (8-oxo-G template; black). C) Figure 3E lane 2 (non-damaged template; red) and lane 9 (8-oxo-G template; black). The distribution of the 32 P signal over each lane was analysed using Image J software. Figure 1A ). Figure 1B were divided by the signal density of the input primer (lanes 1, 4 and 7 for non---damaged, 8---oxo---G and abasic site templates, respectively). Reactions were performed with the wild---type Pol γ (AB2). Supplemental Table 1B [dNTP] mtSSB Template Signal at +3, +4 and +5 (%) Lane Normal - --G  2  2  Normal  ---G 8oxo  5  5  Normal  ---AP  63  8  Normal  +  G  2  10  Normal  +  G 8oxo  9  12  Normal  +  AP  104  14  Low  ---G  2  17  Low  ---G 8oxo  11  19  Low  ---AP  73  21  Low  +  G  2  23  Low  +  G 8oxo  15  25  Low  +  AP  94  27 The 32 P signal densities at nt positions +3, +4 and +5 of the 3 minute timepoints from Figure 1B were divided by the signal density of the input primer (lanes 1, 4 and 7 for non---damaged, 8---oxo---G and abasic site templates, respectively). Reactions were performed with the exonuclease---deficient Pol γ (AB2). Table 2A , accompanies Figure 3C . Quantification of full--length product at "normal" dNTP concentrations.
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+ + 80 14 32 P signal densities from nt positions +67 to +70 relative to the signal of the input primer in a control reaction without added protein (lanes 1 and 8 for non--damaged and 8--oxo--G templates, respectively).
